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Species Gene Symbol Gene ID GenBank Accession Transcript
Human SRP72 6731 BC017057 NM_ 001267722
About the gene

Official Symbol SRP72

Previous Symbol -

Official Full Name | signal recognition particle 72

Synonyms BMFF; BMFS1; HEL103
Location 4ql2

Gene Type protein_coding

Uniprot ID 076094

Pathway/Library others

This gene encodes the 72 kDa subunit of the signal recognition particle (SRP), a ribonucleoprotein
complex that mediates the targeting of secretory proteins to the endoplasmic reticulum (ER). The SRP
complex consists of a 7S RNA and 6 protein subunits: SRP9, SRP14, SRP19, SRP54, SRP68, and SRP72,
that are bound to the 7S RNA as monomers or heterodimers. SRP has at least 3 distinct functions that can
be associated with the protein subunits: signal recognition, translational arrest, and ER membrane
targeting by interaction with the docking protein. Mutations in this gene are associated with familial bone
marrow failure. Alternatively spliced transcript variants encoding different isoforms have been found for
this gene.
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) ELARAS A5 295293 T (A JIEE4HH) (C6008):  https://www.beyotime.com/product/C6008.htm .
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100020 Control Knockout HEK293T Cells 132/}
L00022 GFP Knockout HEK293T Cells 152/l
0222 T 87 7 -HE A7 2K VAR (100X) 100ml
D0508S/M 2k DR 2 4 A R A A ol 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%% 3 [F] 2274 % 52 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%55 ) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (/5 ) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (&M 2 2%) 250mg
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